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This 27-locus STR system will be the only D6S1043-containing multiplex that includes multiple Y-STR loci. Like GeneMapper® ID-X software. S e e e VersaPlex™ 27PY System can assist in mixture interpretation.
the expanded CODIS-compliant kits, the DYS391 locus is included for gender-verification of Amelogenin-null 'WL 1 l I 1 JL U
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1ng of human genomic DNA was amplified for 29 cycles. Amplified samples were separated on a 3500xL

Genetic Analyzer using a 1.2kV 24sec injection, 13kV run voltage and 1500sec run time. Data were Hematin, Tannic Acid or Humic Acid was added to Hematin
analyzed with GeneMapper® ID-X software. reactions with 1ng extracted DNA and amplified 100 * A6 color STR system used to amplify 27 total loci, including D6S1043
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* Robust amplification even in the presence of inhibitors
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 Y-STRs allow more confident determination of the number of male
contributors in complex mixtures
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